c o m i a l l y as a cattle food additive where it has been found to improve food utilisation [2] and to combat the onset of acid lactosis [3] . It may well also prove to be commercially viable as an anticwidant for use in the poultry industry. Like many other polyketides [4] tetronasin is biosynthesized from simple acyl-CoA esters in a manner strongly reminiscent of fatty acid biosynthesis. 1* NMR studies have shown that tetronasin is fonned by the head@tail condensation of six molecules of malonyl-CoA and six of mcthylmalonyl-&A together with a two carbon unit of obscure biosynthetic origin [5, 6] . It is thought that the final antibiotic structure may be formed by the cyclisation of the hypothetical compound A shown in Fig. 2 [7] . These potential polyketide synthase genes have been used to reprobe the library of S. longisporofluvus and twelve strongly hybridizing clones were. isolated. One of these new lambda clones also cross-hybridized with a previously isolated tetronasin resistance determinant [ 121. This is strong circumstantial evidence that the cluster of genes that have been isolated is involved in tetronasin biosynthesis as it appears de rigueur for such biosynthetic genes to be located adiacent to at least one resistance determinant. Indeed. recent work Gas shown this to be the case. for the macrotetrolide ' ionophore producer S. griseur [13] . Studies an continuing in order to map the extent of the cluster (expected to encompass at least 70kbp). to perform a targetted deletion experiment using the putative biosynthetic genes and to characterise the resistance de--ant and any biosynthetic control regions that may exist in the cluster.
X n n

F i c 2 T h ; hypothetical pre-tetronasin polyketide
In the elaboration of this compound,the incorporation of the c o m t extension unit and the correct degree of reduction must be achieved in each of the twelve rounds of condensation.
Recent work on the related actinomycete Succhopolysporu erythraea has shown that the biosynthesis of the erythromycin precursor 6deoxyerythronolide B (6-dEB) is catalysed by three large proteins [8, 9, 10] . Each of these proteins (named DEBS 1,2 and 3) catalyses two of the six rounds of condensation and reduction necessary in the production of 6dEB. Since both erythromycin and tetronasin are complex polyketides, it was thought a strong possibility that the genes involved in the biosynthesis of tetronasin might be patterned on those for erythromycin production. This hypothesis was strengthened by the hybridization to S. longisporofuvus genomic DNA of DNA sequences encoding part of the S. erythrueu 6-dEB synthase under stringent conditions.
In an attempt to clone the genes for tetronasin biosynthesis a genomic library of S. longisporofuvus DNA was constructed in Escherichia coli using the vector EMBL3. This library was probed using a DNA sequence from S. erythrueu encoding the acyltransferase from the C-terminus of DEBS3. A single clone that hybridized strongly with the probe sequence was isolated, together with several other clones that hybridized less strongly. Two adjacent BmHI fragments were subcloned from this lambda clone 
